Characterization of Three Major Peanut Allergen Genes.  I-H. KANG, M. GALLO-MEAGHER*, Agronomy   Department, The University of Florida, Gainesville, FL 32611-0300; and P. OZIAS-AKINS, Department of Horticulture, The University of Georgia, Tifton, GA 31793-0748.

We have examined the expression patterns of three major peanut allergen genes, arah1, arah2, and arah3.  The proteins encoded by these genes belong to the vicilin, conglutin and glycinin families of seed storage proteins, respectively.  Total RNA was isolated from four seed developmental stages (1-4) of 12 different peanut genotypes.  Northern blot analysis revealed that transcripts of all genes are evident at the earliest stage (1) of seed development.  However, arah1 transcripts continue to accumulate throughout development with a maximum level observed at the most mature stage (4), while arah2 and arah3 transcript levels appear to peak earlier in seed development.  Expression patterns were similar for most genotypes, however there were exceptions that will be discussed.  No transcripts of arah1 or arah2 could be detected in total RNA isolated from flowers, leaves or roots.  However, a low level of arah3 transcript could be observed in flower and leaf tissues.  Southern blot analysis revealed a low gene copy number for  arah1 and arah2, and multiple gene copies of arah3 present in the peanut genome.

